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>»3 at least 80%, based on the Clustal method of alignment, when compared to SEQ ID 
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14 - (Amended Once) The polynucleotide of Claim 1 1 wherein the ' 
polynucleotide encodes SEQ ID NO: 10. 

15. (Amended Once) The polynucleotide of Claim 11, wherein the 
polynucleotide comprises SEQ ID NO:9. 


